M Ready-to-use Spotted Arrays
« Human and mouse cDNA arrays
« Human and mouse CpG-island arrays
« Yeast ORF arrays
« Customised array printing
« High-throughput Liquid Handling

M Genomics Services

« Affymetrix GeneChip® arrays Gﬁ n 0 m l Cj Sﬂ i/"(/} C ej
Agilent arrays
lllumina BeadChip arrays
In-house arrays & ChlP-on-chip
Labelling and hybridisation
High-resolution array scanning
Data analysis and warehousing
« Hands-on tutorials

- Experimental Design & Consultation
Pilot Studies

Protocol Development

Open Platform Array Services
Quality Assurance

Bioanalyzer Lab-on-a-chip

Data Analysis and Warehousing
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M Online Annotation Databases
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Protein Array Development

UHN Microarray Centre

Toronto Medical Discovery Tower
101 College Street, Rm 9-301
Toronto, Ontario

M5G 1L7

Tel: 416-581-7623

Fax: 416-581-7430

Toll: 877-294-4410 (Canada & USA)
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Whole Genome Discovery
GeneChip®technology
Expression Analysis

e Gene and Exon arrays

SNP and Tiling Arrays
Biomarker research
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Agilent Technology

» Open Platform
e ChIP-on-chip and DNA Methylation
e Comparative Genomic Hybridisation
e Gene Expression
o MicroRNA
e Splice Variant Analysis

S0 patiant 1

NimbleGen

High-definition Genomics

e ChIP-on-chip
Comparative Genomic Hybridisation
DNA Methylation

e Gene Expression

Multiplex Array Formats

e 2.1M, 12x135K, 4x72K, 385K

[llumina BeadChip
Whole Genome Expression

DASL Gene Expression
o Profile degraded RNAs (FFPE-grade)

MicroRNA Profiling
DNA Methylation

SNP and CNV Analyses
Multiplex Array Formats
® 6-, 8-, 12-plex arrays

» Custom-designed eArrays
e Free custom probe design
e User-friendly web-based application
¢ Mix-and-match all catalog and custom content
¢ Collaborative platform in shared workspace

e Multiple array formats
(1M, 2x400K, 4x180K, 8x60K, 244K, 2x105K, 4x44K, 8x15K)

Agilent
Certified .o,
seepede illumina”  EENimbleGen

Genomic Analysis HIGH - DEFINITION GENOMICS™




